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Module 15: Basic Commands

Hello everybody, so in this module, we will actually start seeing some of the basic commands

that we need to start getting familiar when you are operating on a Linux system.

(Refer Slide Time: 0:25)

P cd <dig

Changes the current directory to <dir>.
>

cd -

Gets back to the previous current directory.
»  pud

Displays the current directory ("working directory").
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So the first command that we will look at is what is called as cd, cd basically stands for the
change directory, so as in the previous module where we were given a talking about the entire
file system hierarchy. File system will be typically consisting of one or more directories and

each directory in turn will recursively contain typically more number of subdirectories and

files inside that.

so if you want to basically change from one position from one location of the file system into
another location cd is a directory that we actually try to cd is a command that we actually try
to make use of to go to another directory location. So we specify cd followed by the directory
name and suppose, if you want to only go to the home directory, we specify it as just cd
without any argument and then pwd command will basically tell us what is a current

directory location that we are in starting from the root of the file system.
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Terminal

vasan@vasan-TravelMate-P243: ~/example
vasan@vasan-TravelMate-P243:~§ s example
a.c

README
README1
remove

select.c

condvar.c
condvar.c.org
condvar.c.working

vasan@vasan-TravelMate-P243:~$ cd example =Y
TravelMate-P243:~/exanple$ pwd "Ctory'
/home/vasaf/exanple
vasan@vasan-TravelMate-p243:~/example$ [l

ng directory").
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» cd <dir>
Changes the current directory to <dir>.
cd -
Gets back to the previous current directory.
> pud
Displays the current directory ("working directory").
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So let us see very quickly how these are actually working. So let us say that I have a directory
called example, in my home directory so if I want to basically change to this directory I
specify cd example and then I am basically in that location currently. So here if I want to see
what my current directory location is, I use the command pwd, because of which it displays

me what is the current directory location that this particular shell process is currently end.

So it displays the current directory in which the shell is present and any command or that I
am going to run any file that I am going to access if the file name has been given with the
relative path, it is always going to be considered as it being available in this particular
location that is shown here. So that is how you would typically use the cd and the pwd

command for navigating between the different directories of your file system.
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The cp command

B cp <source file> <target file>
Copies the source file to the target.

e bl ALl SR g eblse
Copies the files to the target directory (last argument).

cp -1i (interactive)
Asks for user confirmation if the target file already exists
cp -r <source dir> <target dir> geCWSNe)
Copies the whole directory.
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So the next simple command that we need to understand is what is called as the cp command.
So the cp command basically it talks about coping a file from one name to another name or
from one directory location to a totally different target directory location, right. So it basically
takes 2 arguments the first argument to the cp command should be the source file, whatever
file you want to copy and then the second argument to the command should be the target file

whatever is the name of the file that you want to copy it too.

So the contents of the source file you whatever you have given as a first argument will now
be available to you as the contents of the target file name. So other w ay of actually using the
same cp command is if [ have multiple files to be copied into a single directory location, I
could specify all the files that I want to copy how many our files are there and have the
directory as my last argument. So whatever files have been specified as arguments to the cp
command initially, all those files will be copied into the directory argument that is given as

the last argument to the cp command.

So one option that you have to the cp command is minus i, the minus i actually stands here
for interactive. So in this particular seen arrow, the user will be ask for a conformation if the
target file name is actually already present. So if I say copy minus i followed by the source
file and the target file and let us assume that the target file name is already present in that
location where it is being attempted to be copied , because of the fact that minus 1 option has
been used, the user will be asked for a conformation on whether they have really want to
overwrite the target file sort of replace the existing contents of it, right, because if the target

file is over written and if it is already existing then we would actually end up losing the



contents of the target file, so the minus i option is basically a sort of an additional
conformation that the system is actually trying to get from the user on whether they really
prefer overwriting the contents of whatever has been given as a target file name and another
very common option that is used is a minus r option which basically does the copy in a
recursive form. So what we mean by recursive form is? The two argument of this particular
command are basically the source directory and the target directory. So whatever are the
contents of this particular source directory that is mentioned here will be recursively copied

into the target directory?

So let us say that there have been some sub-directories also available as part of the source
directory then those, directory sub-directories also will be copied in a recursive manner to the
contents in the target directory. So in that way I do not need to really run the cp command
individually for every sub-directory that is present on the source directory, but with a single
command and using the minus r option to this particular cp command, [ will be able to take

the entire contents to the source directory on to the target directory.

(Refer Slide Time: 6:06)

Terminal < B (006, 96%) 217PM 1

vasan(@vasan-TravelMate-P243: ~/example
vasan@vasan-TravelMate-P243:~§ s exanple
a.c

README
README1
remove

file>

select.c

condvar.c

:on:var.:.orgk‘ iir
condvar..c.Working
ry (last argument).

vasan@vasan-TravelMate-P243:~$ cd example
vasan@vasan-TravelMate-P243:~/example$ pwd
/hone /vasan/exanple

TravelMate-P243:~/ pleS cp README README.copied
vasan@vasan-TravelMate-P243:~/example$ 1s README.copied

README . copted s
vasan@vasan-TravelMate-P243:~/exanple$ 1s -1 README.copied get ﬂle already eXIStS
I

=rW-rW-r-- 1 vasan vasan 46 Nov 1 14:17 README.copied

TravelHate-P243:~/exanples | 1 _dir> (reCUI'SIVG)
Copies the whole directory.
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So let see a few examples of how this really works. So if I have for example file called
readme, right and I want to have it copy it into another file like this, I typically have this
command called cp and where I specify the source file which is basically readme and then
this particular source file I am telling that as to be copied on to the target file with this name
as readme dot copied, right. Now when I basically say try to list whether this particular file is
available it shows me that it has been actually copied successfully and I am able to list that

file also, here as part of the Is output.
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mv and rm commands

[S nv <old name> <new_name> (move)

Renames the given file or directory.
» v -i (interactive)
If the new file already exits, asks for user confirmation
rm filel file2 file3 ... (remove)
Removes the given files.
»  rn -i(interactive)

Always ask for user confirm.

» rm -r digl dir2 dir3(recursive)
Removes the given directories with all

their contents.
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So some of the other commands that are also very commonly used with files is what is called
as an mv and the rm command. So the mv command , basically stands for move , so I will
basically be giving again 2 arguments here, one whatever is a existing name source file name
that is existing and the second argument is basically what is a target file name to which I
would want this file to be moved too, right. So if say move, uuh the old file name followed by
the new file name, the old file name will be renamed in the file system to be of that of the
new file name whatever has been given as a target file name that is basically the second
argument in the move command. So similarly if I use the minus i option like the minus i
option that we have the cp command for every move of the old file name to the new file
name, there will be an explicit conformation that will be required from the user saying yes I
want to move the a name from the old name to the new name (())(8:05) out which this

moment will not happen.

So the next command is basically what is called as an rm command, so rm as the name is
denoting stands for removing so if I want to remove multiple files I could specify the multiple
file names as individual arguments to the rm command and if I have the necessary
permissions, all the files that have been given as arguments to the rm command will be
removed from the file system, again we have the minus i option where before removing the
given file if the minus i option has been specified in the command line. These files will be
removed only after the user explicitly conforms saying that yes he wants a file to be removed,
then there is a another option called minus r, with sort of recursively removes the contents of

a directory and then removes the directory also.



So aif I (())(9:04) for example say rm minus r dirl dir2 dir3 right, it will remove the contents
of dirl first then contents of dir2, contents of dir3 recursively. So here recursively what we
mean is that if I have a subdirectory inside dirl, the contents of that subdirectory will be first
removed then the contents of the direction 1 will be removed and the direction 1 entry itself
will be removed, right. So that is basically some of the very commonly used options with mv

and rm.
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Lm Creating and removing directories

P mkdir dirl dir2 dir3 ... (make dir)
Creates directories with the given names.
» rndir didl dir2 dir3 ... (remove dir)

Removes the given directories
Safe: only works when directories and empty.
Alternative: rm  -r (doesn't need empty directories).
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So coming to the commands that are very commonly used for creating and removing
directories you have a mkdir command, which basically stands for make directory and I again
give the arguments of the directory names, which I would like to create with this command.
So if I say make dir dirl dir2 dir3, you will have 3 directory is created with these names
assuming that we have enough permissions available on the place where these directories are
getting created. So, similarly if want to remove the directory I specify rmdir, it stands for
remove directory and then give the arguments of the directory names which I would like to be

removed, right.

So the only point to be noted here is the when I am using the rmdir command, the command
will expect that the given directory is whatever has been given as a arguments do not have
any contents inside them. So the contents no sub-directories, no file should be present inside
the directories that has been given for rmdir as arguments, if the contents are there it will just
report back another massage saying that since, there are contents inside and it is not empty,

the rmdir command is actually failed.
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Terminal

vasan@vasan-TravelMate-P243: ~/example
condvar.c.working

vasan@vasan-TravelMate-P243:~$ cd example
TravelMate-P243:~/exanple$ pwd
/home/vasan/example A d
TravelMate-P243:~/exanples cp README README.copied 7 Ir)
vasan@vasan-TravelMate-P243:~/exanple$ s README.copied
README. copied }S
TravelMate-P243:~/example$ 1s -1 README.copied b
~rW-rW-r-- 1 vasan vasan 46 Nov 1 14:17 README.copled f
TravelHate-P243:~/exanple$ cp README.copled READHE2 Ve dlr)
vasanQvasan-TravelMate-P243:~/exanple$ mv README.copied README3
vasan@vasan-TravelMate-P243:~/exanple$ 1s README.copled
1s: cannot access 'README.copied': No such file or directory

vasanEvasan-Travelnate-P243:~/exanples 15 READHE3 bmpty
vasan@vasan-TravelMate-P243:~/example$ mkdir examplerecurdir i g 4
vasan@vasan-TravelMate-P243:~/example$ s example )
example example.c examplerecurdir/ ty dIrGCtorles 2

TravelMate-P243:~/example$ 1s examplerecurdir/
vasan@vasan-TravelMate-P243:~/exanple$ rndir examplerecurdir/
vasan@vasan-TravelMate-P243:~/example$ 1s examplerecurdir 1
1s: cannot access 'examplerecurdir': No such file or directory

‘vasangvasan-TraveIMate-P243:~/exanp1es 1
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»  nkdir dirl dir2 dir3 ... (make dir)
Creates directories with the given names.

» rmdir dirl dir2 dir3 ... (remove dir)
Removes the given directories
Safe: only works when directories and empty.
Alternative: rm  -r (doesn't need empty directories).
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So let see basically how these commands are working. So if I say cp, README dot copied
and README?2 2. So I am basically copying the file README dot copied to README2

and now I say move. What is going to happen is that the file name as readme dot copied will

no longer be existing and the name will actually be getting change to README3. Now if 1
try to find if I have this file name as README dot copied it (())(11:42) back and error me

saying that no such file or directory, on the other hand if I now look at to see if the

READMES3 that is the name that [ used as a target file name in my mv command is available,

it says it is actually available as part of the Is output, right.

Now similarly if I want to create a directory I use the mkdir command and directory gets

created, right. Now if I say rmdir, this particular directory will be getting removed, it says



again no such file or directory, right. So some of the very very simple commands that are

very very commonly used when you are dealing with the Linux command line.
(Refer Slide Time: 12:43)

Displaying file contents

Several ways of displaying the contents of files.

P> cat filel file2 file3 ... (concatenate)
Concatenates and outputs the contents of the given files.
P more filel file2 file3 ...
After each page, asks the user to hit a key to continue.
Can also jump to the first occurrence of a keyword
(/ command).
P less filel file? file3 ...
Does more than more with less.
Doesn't read the whole file before starting.
Supports backward movement in the file
(? command).
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So if you want to display the contents of the file you have the cat command , it basically tries
to display the contents of the file how many (())(12:51) files you have actually given as
arguments to the cat command and then you have the more and the less command, which also
displays you the contents of the given file names as arguments , but here it after displays after
displaying the first page of contents of the individual files, it waits for the user conformation
to continue so that it is sort of an interactive mechanism by which the user after reading
through the contents of the first page goes and presses a key to make it display the contents of

the second page and so on, right.

so that essentially is more user interactive wherein the command is basically getting
conformation from the user by making him press any key in the key board for it to go and
display the contents of the second page and third page and so on one by one, right. so the
more or more and the less command is actually used to display it page by page and you could
also sort of search through any kind of a string occurrence that you want in the output by

using the slash and the question mark command.

So if I mention (())(14:04) slash followed by string name, it will try to display the lines where
the content where that particular string is available in the entire output and the slash
command will basically search for the string in the forward direction, so from the current line

or the page to the subsequent lines and pages going forward whereas the question mark will



basically try to search for the same content in the reverse backward direction, right. So that is

basically the difference between the slash and the question mark command.

(Refer Slide Time: 14:42)

and tail commands

» head [-n] <file>
Displays the first <n> lines (or 10 by default) of the given file.
Doesn't have to open the whole file to do this!
p tail [-n] <file>
Displays the last <n> lines (or 10 by default) of the given file.
No need to load the whole file in RAM! Very useful for huge files.
P tail -f <file> (follow)
Displays the last 10 lines of the given file and continues to display new

lines when they are aﬁpended to the file.
Very useful to follow the changes in a log file, for example.

P Examples

head windows bugs.txt

tail -f outlook vulnerabilities.txt “
-~
s ar

Then the next set of commands that we typically make use of is what is called as head and the

tail command. So if I basically say head followed by the file name by default it will display,
the first 10 lines of that particular file alone and similarly, when I say tail it will display the
last 10 lines of that file which has been given as an argument. If I need to be getting the
contents of anything other than the 10 line.

So let say I w ant 25 lines to be displayed I could always use the minus option to the head or
the tail command appropriately and specify how many our line. So if I say for example tail
minus 20 and give a file name, it will display the last 20 lines of the file, the same case whole
is true for the head command also. So if I say head minus 15 and give it a file name as an
argument, it will display the first 15 lines of the given file name, which has been given as an

argument.

Now there is another very powerful option very useful option called as minus f to tail
command, which basically stands for follow. Now what this particular command actually
does is? apart from displaying a last 10 lines of the given file name at that point in time, it
just does not come out immediately, but waits for the subsequent updates to the given file, as
an when it happens, you will find that the tail minus f option the command output is also

getting refreshed immediately.



So this is very very useful whenever somebody like system administrator needs to keep track
of the changes or the updates that would come in in a typical product log file, wherein any
kind of warning massage any kind of error message that the product is actually trying to
updates in its log file, with the tail minus f option the user will be able to quickly come to
know , because they massage that is actually getting updated from the product should be

viewable as part of the output tail minus f command very easily.

(Refer Slide Time: 16:54)

The grep command

P grep <pattern> <files>
Scans the given files and displays the lines which match the given
pattern.
» grep error *.log
Displays all the lines containing error in the * . 1og files
P grep -i error *.log
Same, but case insensitive
» grep -ri error .

Same, but recursively in all the files in . and its subdirectories

grep -v ikfo *.log
Outputs all the lines in the files
O except those containing info. !
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We will dealing with this a grep command, so grep basically will help us to search for
particular pattern in the files. So I specify the pattern as first argument and then I specify the
file or multiple files to the second argument wherein the existence of the pattern is checked in
the given list of files and if they are found, it will display the lines in which that particular
pattern is present in each of those files that has been given as argument to the grep command,

right.

So if you for examples say grep error star dot log you will find the pattern error is searched
for in all the files that are ending with dot log. So in one of the previous modules we had a
look at the regular expression pattern for star with meaning, it sort of replaces zero or more
characters in the file name substitution. So any kind of a file name that is actually ending with
dot log will be sort of taken up for searching for this particular pattern error. So all the lies in
which the pattern error is found in all the files ending with dot log will be displayed as output
of this particular command and when we use the minus i option, it is sort of case insensitive

wherein if I give this pattern as error.



So if I have for example, a word with the letter e in this error alone as capital case, right
upper case and the remaining is all in small letters, but whereas my pattern that I have given
is all in small latters, because of the fact that we have actually use the minus i option even
that word will be actually getting recognized as the pattern as matched pattern and then that
line also will be getting printed here, right. So that is basically what we are referring to as the
case in sensitive option here, where the the case will not be specifically checked, but the
entire string without being sensitive to the case of any of those letters or for the entire string
will be searched for in the given list of file names and then the corresponding lines will be

printed, right.

So minus r again like we saw in the cp command and the mv command, it stands for
recursive. So in the current directory, the dot represents current directory as we have seen
before all the files will actually be checked recursively for this particular pattern and also
when a case insensitive manner, because I have use the minus 1 option here also and then

those lines will be displayed.

So when I use a minus v option the behaviors of grep reverses, in the sense that all the lines
that does not have this pattern will be getting displayed, right. So but the default behavior is
all the lines, which contains this pattern should be displayed, but when I use minus v option

all the lines which does not contain this pattern will be getting displayed.

(Refer Slide Time: 20:01)

The sort command

B SOnRERSHNE>
Sorts the lines in the given file in character order and
outputs them.

B en o il
Same, but in reverse order.

» sort -ru <file>
u: unique. Same, but just outputs identical lines once.

More possibilities described later!
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So sort is a command that is again use to sort the contents of the file and then display it in the

standard output, the contents of the file is not getting updated as part of the sort command, so



the contents of the file only be getting sorted and then displayed out on to the terminal
window, but the file contents itself will not become sorted inside the file, right. Now sort
minus r does the reverse behavior. So instead of it being done in a lecsecographic (())(20:30)
order. Here, the reverse behavior of the reverse (())(20:34) graphic order will be done

whenever [ actually use the minus r option.

So minus u option is basically standing for unique wherein if it finds that 2 lines are
consecutively exactly similar to each other, then the output of those 2 lines will be sort of
replaced by a single line in my output, right. So that is basically why this option called is
called as a unique, wherein multiple lines similar lines that are available will be getting
replaced with the single line in the output as part of the sort. So we will be actually seeing

more combinations if how this sort command is actually working in our subsequent modules.

(Refer Slide Time: 21:18)

The sed command

P sedisa Stream EDitor

P It parses text files and implements a programming language to
apply transformations on the text.
»  One of the most common usage of sed is text replacement, which
relies on regular expressions
P  sed-e's/abc/def/' testfile will replace every string “abc’
by “def” in the file testfile and display the result on the standard
output.
P sed 's/*[ \t]*//' testfile willremove any tabulation or
space at the biginning of a line
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Next command is basically the sed command. sed is basically stream editor, it basically tries
to pass the text file and implements sort of very a simple programing language to sort of do
any kind of transformation on the searched text as well, right. So if you, for example see this,
so basically saying sed, S S basically stands for a string search slash abc slash def. So, it it
tells that if I basically try to find abc that particular string abc has to be replaced with def and
the second argument to that is basically the test file, this test file should be looked at and all
patterns where the string abc is found will be replaced by the def string here as part of this

sed command, right.



Now if I try to use this kind of regular expression pattern you will observe that you have a
symbol called as a charact (())(22:26) symbol followed by the open square brackets in the
close square brackets in which 2 characters are present. So one is a white space character and
another is a slash t character. The slash t character stands for the tab character and what it
essentially means is that in the square brackets, we would mean that you have a matching of
any one character that is actually mentioned within the square brackets and the close square

brackets, followed by star.

So star as we saw before basically it stands for zero or more characters and this charact is
basically to denote that the beginning of the particular line. So this entire regular expression
pattern what it actually tries to do is, if I find at the beginning of the line, any number of
white spaces or any number of tab characters, why is here any number, because you have the
star here. So any number of white spaces or tab characters why is it or, because you have use
this open square brackets in a close square brackets, replaced that with a blank line, right that

is why you do not see any character here.

So as you saw here in this example, def was given as a replacement string whereas in this
particular case as an argument to the sed, I am not giving anything, so essentially it means
that you do not need to replace it with anything, but just replace it with a blank space at that
particular position wherever you find the pattern matching this, right. So that is basically
what this particular a sed command option is actually trying to do. So we will see

subsequently the different type of regular expressions in our next set of modules.



